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k) = S FR (2B
D0219S QuickMutation™ & KIREH S & 501k
D0219M QuickMutation™ % K REAI S8 & 2001
FomfE T
> HBERRAEFMIQuickMutation™HE KR 2825 A5 & (QuickMutation™ Random Mutagenesis Kit) & —f#&T 5 #PCR(Error

>
>

Prone PCR)RI 75T ff H BB A Fr BLEIS PCRY 15 & 4 — & S LR BEN S IR FI &

R IBEN R R AR E QS S IRENE R, PARIIHIa#E ot R E R 0E8E H esliHE BT 75,
BASPCRTIEIEH BIEEN B MM DNARAGHHETPCRY 1, MMt HINERFFH 5| AREYIZEEN 15, ZHPCRATEER
MERFFIH 5 NENIRE G, RERAREER AR LR R FHINEEEE, Nmia] AN A TG E s, EigE R R AN
PERYE F B, A RTREEEE E e~ A BT TS I,

HT M EESEMITEERNRR, EENRENIZESMEALEINRERSE (122 HRRT); EEAHUR T, BN
R REGNEHREL-ANEEIRNE (L2- 7T TRZEEE) ; MFEZE SR ik =76 M I 3 1 sl & B8 7 B DR R4 20
GRS,

ARFIEIR A RandomMut DNA polymerase, Z—F2#H LT THT B PCRINDNARGHE, fERLEM MR A
#HEMMutation enhancer{&# N, A DMESKbIER A5 ANL7.8MBENIZR, i HiXLRERAT>GCRIGCATHAN 1 AR
A FARYIE, (AT—GC mutations) / (GC—AT mutations) = 1.06, RN T25| &R A (insertion) ff2: (deletion)

SRR

Ko

AEGIEYT 8 HRIIDNA R BB ARG, 7T DAERE A T8N TR ik,

AR A1 KIR6kb Y H 9 A B,

M LA ABARIRF &N IR, MR EnERE, <RF &4 T Mutation enhancer (10X), i#id 22 Mutation
enhancerfH & 7] LR E M AR (2 WKL),

# 1. FIA QuickMutation™ B BEAN S IR FI &8 FHARRIKE R Mutation enhancer PCR ¥4 1000bp A B e WEBYHGHA =
AR, RSERENPES T ra B T T A4S SR, PCR 849 1000bp AR Fr Bl ATEZY) 4kb BIBRIHT, PN 1000bp AR
RS2 120pg/ul, A FRRBRIIH &9 600pg/ul, PCR EARECH 30,

0.5X Mutation 1X Mutation enhancer | 2X Mutation enhancer
enhancer

Total mutations found 63 98 134
Mutations Mutations | Percentage | Mutations | Percentage | Mutations | Percentage
A—-T 8 12.7% 10 10.2% 21 15.7%
A—G 10 15.9% 13 13.3% 21 15.7%
A—C 1 1.6% 2 2.0% 4 3.0%
T—A 7 11.1% 10 10.2% 15 11.2%
T—G 1 1.6% 4 4.1% 2 1.5%
T—C 8 12.7% 15 15.3% 17 12.7%
G—A 11 17.5% 13 13.3% 10 7.5%
G—T 1 1.6% 6 6.1% 6 4.5%
G—C 2 3.2% 4 4.1% 8 6.0%
C—A 2 3.2% 3 3.1% 8 6.0%
C—T 5 7.9% 10 10.2% 13 9.7%
C—G 3 4.8% 3 3.1% 4 3.0%
Insertions 1 1.6% 1 1.0% 0 0.0%
Deletions 3 4.8% 4 4.1% 5 3.7%
Bias Indicators (AT—GC/GC—AT)
(AT—GC) / (GC—AT) 1.05 1.06 1.19
A—N, T->N 19+16=35 ‘ 55.6% 25+29=54 55.1% 46+34=80 59.7%




G—N, C—=N 14+10=24 38.1% 23+16=39 39.8% 24+25=49 36.6%
Transitions

A—G, T—C 18 28.6% 28 28.6% 38 28.4%
G—A, C—>T 16 25.4% 23 23.5% 23 17.2%
Transversions

A—-T, T—A 15 23.8% 20 20.4% 36 26.9%
A—C, T—G 3.2% 6.1% 6 4.5%
G—C, C—G 7.9% 7.1% 12 9.0%
G—T, C—A 4.8% 9.2% 14 10.4%
Insertions and Deletion

Insertions 1 1.6% 1 1.0% 0 0.0%
Deletions 3 4.8% 4 4.1% 5 3.7%
Mutation Frequency

Mutations/kb (per PCR) 5.5 7.8 10.7

SEAR R FL A 0-11 3-12 4-18

> AWFIE R T 20l PCREAL RS, WA EAEAIAIG & 0 3l AT AT S0URMI 2000k BRI REHL 3L, AR A F50ul i PCRZRZE
RAR, PIRELRAATAT R 70 51 A] DA T 20X A8 01X B R R AL R 3L

BEBR:
L] FE AR (2ES
D0219S-1 RandomMut DNA polymerase 20ul
D0219S-2 RandomMut buffer (10X) 150ul
D0219S-3 Mutation enhancer (10X) 150ul
— iR 117
IR s I AR (253
D0219M-1 RandomMut DNA polymerase 80ul
D0219M-2 RandomMut buffer (10X) 600ul
D0219M-3 Mutation enhancer (10X) 600ul
— iR 117
RIEFSM:
20°CERTE, —HFAM.
AREI
> PCRRMIAEH RE, 7EMiARandomMut DNA polymeraselfTPCRY 1Y i M NG BB R ME R WDNANEE, HRERE
ASIASAR R 23 5 B

> AP ERT LA ZRIER RN, MIRATIRKSHEGET, M T R, MIFRTEEEEN.
> N TIERZ AR, TEFR R X T E R,

fEFREA:
1. 51¥iit,
a. G EEE R M LI20 Mk,
b. MRSV EERYIN A, SIPRKEERL N28-30MuEE, Hrh (& T BRUIALA0E B AN PR I EE DA ER B D15%
c. SIPMIGCHE BREFHITE40-60%.
d. BRAFEHZE PAGEAI LS | Y al E S 4l Z 15 117,
2. BEBIRZEPCRIZML,
a. 2% T RIEFVIRZEPCRVIAR

5% IR A A
RFEAKEMIIQK - (13.2-x)ul (33-y)ul
RandomMut buffer (10X) 1X 2ul S5ul
Mutation enhancer (10X) 1X 2ul 5ul
dNTP (2.5mM each) 0.25mM 2ul S5ul
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b.

C.

AR DNA 0.2pg/ul -20ng/ul xpl yul
51¥REPI(10uM each) 0.2uM each 0.4ul 1ul
RandomMut DNA polymerase - 0.4ul 1ul
AR - 20ul 500l

W FANEZRAEAR DNAMIEE F R0 R WHELSYERADNA 2-10ng/ul; KT EEERZDNA 0.2pg/ul-2ng/ul; BikiDNA
BEMR20pg/ul-5ng/ul, FURDNARKR LA FER0.1-1ng/ul, BENIZSZY BB DNARE B, RIS RIERAR,
X F BRI DNABAR T ELAAR R F B2 % TR, KR (0-4.5 mutations/kb), HINEZEY HIERDNA R HN1-20ng/ul;
FRZ¥AE R (4.5-9 mutations/kb), EIXZAY HIBHRDNANO.1-1Ing/ul; FRER (KT mutations/kb), FNZEAY #EfHY
ARDNAF &2 92-100pg/ul. R HAVENRDNATE . IR &2 DARIPCRY 141 B I¥ v EEAY & (Target amount) #EAT1
B, WASE DU BRI EOR TR, B R AR R B A BN KD, BIIANMR S8 48 S 4 1 AR DNA F &
1-20ng/ull, GnSR Bk, BRRLS A/ NA4KD, SEBRIHER BUR A &9 (1-20ng/ul)*(1kb/1kb)*(4kb/1kb)=4-80ng/
ul; ARG B 92kb, BURLER/N A6k, SERRBVHEREBUR A &8 (1-20ng/ul)*(2kb/1kb)* (6kb/2kb)=6-120ng/ul, tt
PR AR AR 2 7 AR S PR S A R T Y A%

Mutation rate Mutations/kb Target amount/20ul Target
Low 0-4.5 20-400ng 1-20ng/ul
Medium 4.5-9 2-20ng 0.1-1Ing/ul
High 9-16 40pg-2ng 2-100pg/ul
R TSI EPCRIN:
iz AL Tt JEE P Y ) Bl
1 1 94°C 3min AR
94°C 30sec A
2 25~30 55°C 30sec 18K
72°C 1min/kb FEAH
3 1 72°C 10min JEf, e
4 1 4°C forever BRI

(a) ERHPImin/kb#oR, WRY B2 2kb, AR 72°CRIIEHIS (B 270 %,

(b) SR EIRE B B 1, f¥ERandomMut DNA polymerase &R S RHE, 24 F192°CAE M,

(c) PCRIZM B BHRMESR. 514, PCRAVINIKIEMGCE BEFKIHIARBE AR AN, I8 AFIGEAH I AT H] DA
NABRELEE

(d) X FRICGHATHIPCR, R ECRAT DAY H BRI PCR™ Y, AT DAMEFEIAEO%E 30,

3. PCR™ I s BT,
WRAESLIE H A, AT DAMEPCRM™IEATESR, s BYIEHARER H IR, /SRR PRBOE Rt 1T, DAIAREHZE

AR
= DL IA) e
1. PCR™=PEH /D,
a. FEAF R A RS, AT UKL [ )RR 2min /Kb,
b. B H A RPCRIT R R4 RIS, 5@ M 13 NS RT3 i, S IGC o R, —shity, —%

bt i - e B

R, RKIRE, KE, FRRFrmmemE. EmARIASSENSYH, —EZERMABYIN NS REAT MINGCE &,
ZRE, R, IRKIRE. KE, RS ERRE, RS IYRCRAERIEOOE B IS YR PUE R TR
OUR, AL IEEHS ). R A WGCE Bimm, GCEREGSAYGIL NPCREIZLIFHAS LLALNME, I Al AEAIE S
= GCE BEDNA S Wi GC-rich buffer, M HIARHEGC-rich bufferfy Z R HH AR PCR R N S EIIL &, EHAIN1-10%
DMSO85-20% H Xt T4 @ GCE B A Br i A HF B,

PCRR VIR BN ERIRIHITA S FBAMS IR KIS LIREPCRZN,

T3 A — R RGBT E—ERI5 1P IR, 851, SEORKFERAHE, MHATEER M Touch down<F 757k
HATIBK, 1@ RS CIBEA RAGRE IR FIS58L50°CRYTT %, MR KEMFET .

IBKIREAE, TEME, IFRAREHEPCRIY, WA DURZEIR KHREME, HRIBKIRERE, REAEREHEZPCR
1, WAT U@ 2 X PCR R M AR R S AR KR

IEIN RN o AT DATE SRR AOGE (RN R B Al A AE (IR (RIE R 2-50%, X THOEd SEHY Fr 7 a] LAY BN B 1KDIE (1273 4,

FH A IIGCE BB KRR, ZIEAREFEr, A DA AL M A FE94°C 2-4minf E94°C Smin,

TEARIPCRIY E#EATPCRNY, 85 A N PCRILHER AN,

AR, &S IERPCRIVIEINEL, B GRS A REIT40, HHIIEAEBEERN25-35,

Bt S A IIHIPCRIR M AP, w] PAAIE S HIDNAZE{ L 77 IR BIAIAE A S AU DNA,

k. XIPCR3 ¥ THLERAE L,

AR RENINTPIEEY,
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m.

n.oT oo B

& ADNA polymeraseffJ FH &,

LR AR RSN, AT DOE S IR iR R,

TR B IE S AR X SRR MR 0@ B 2 A RAEE I,

R, SaE, SPURAIDNARHR, HRBR R ERRL, KA BRDNAR S RIS FE A AT RE & B R (R,

Mg IR, BMg? 5dANTPRIELBIAEIE, A SR R S iRt Je FeEl Be B - IR A ) L

HRAE 7 B/ INIE 38 25 ) B e B R R A FEE R LK S 0. R ERDNA Y FELK 75 S (5 P AR IAR FEE R B M R A AR A DK L, O
LKL AN TRl

s. PCRERNMARHESIESHEPCRE % RIS HEBREL,
2. FEHERZHSHIRELG
a. BXRERR 2-5°C,
b. J&/> DNA BRI &,
c. PCR RN EENEEMETARS AR R, HEEKB LIEE PCR KM,
d. J&4{%/> DNA Polymerase [ &,
€. JE X4 A A E]
. BMEIRERT I D IR e A B A
3. FEPLTEEAREE A,
a. BLRRK,
(a) AIIEY$ES Mutation enhancer (10X)MfFABERMFAMERERE 1.2, 1.5 22 2 SHHEREER 1), 15 WE
Mutation enhancer (10X)fH &%, AT—>GC/GC—AT WEHESME, BN AT 2 GC BB E,
(b) RS S5 PCR #Hg: BE—X 55 PCR ¥ 8GRI JLREMR T WEN R —IRIFT IR, ELLMRER
ZUGHIT 5% PCR BENIZSZE, G —RY KR H 2R, I B AL OB XAy ik B RRA R,
(c) WY WM DNA A&, My MaiEang, B/OBRA EIHE MY MNIE ISR S LR, I EeR
B2 ] DA INE] 35-40 MEIR,
b. (R,
(a) ANE Y # /> Mutation enhancer (10X) 14 & 2 AR ERTF & 0.8 57 0.5 S A&,
(b) AENHE B S Y  RHR DNA FI £ (500-1000ng) Kk /b 28255,
(c) /> PCR BN 20~25 MEH,
MEX~am:
I RS TE AL TR (255
D0206 QuickMutation™ K& s R AIAF & 101}
D0208S QuickMutation™ Plus:[K7E s IAFI&E 10i%
D0219S QuickMutation™ &K R A FI & 50{%
D0215M QuickMutation™ &K R A A FI & 2001
fER AN MBIk :
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